[Exclusive identification of gene loci of autosomal dominant nonsyndromic hearing loss].
The purpose is to map related genes of an autosomal dominant nonsyndromic hearing loss kindred. Linkage analysis was carried out using screening markers of the 22 reported loci. Linkage analysis showed no linkages between pedigree gene and reported loci. The autosomal dominant nonsyndromic hearing loss in the kindred may be resulted from a new gene.